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Diagnostic Test Development. Markers MI-0005, MI-0045, MI-0180, MI-0360, MI-0750 and time of sample collection.

MI-0900 were used to generate diagnostic tests using several classification algorithms provided

in WEKA. A total of 134 randomly selected samples (67 PCa, 67 BPH or control/healthy) were

used to train the diagnostic tests using 10-fold cross-validation.

Materials. CiphergenExpress ™ software, ProteinChip® arrays, CHCA, and PCS-4000
SELDI-TOF MS: Ciphergen Biosystems Inc. WE! software:
http://www.cs.waikato.ac.nz/ml/weka/ (the Waikato University Machine Learning Project).
Miscellaneous chemicals: Sigma-Aldrich and Fisher.



